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Fig. 1. Effect of methylmercury chloride on total
DNA extraction (A; Left) and 16S rDNA
amplification (B; Right) Lane 1; bed soil,
Lane 2; bed soil + MeHg (Methylmercury
chloride), Lane 3; wild-type nightshade
grown soil, Lane 4; wild-type nightshade
grown soil + MeHg, Lane 5; GM nihtshade
grown soil, Lane 6; GM nightshade grown
soil + MeHg.

Fig. 2. Restriction enzyme MspA1l mapping profiles
of 16S rDNA clones, (A) bed soil (B) wild-
type nightshade growing soil (C) GM
nightshade growing soil.
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